Two experiments were conducted to determine the effect of replacing soybean meal (SBM) with a high-protein sunflower meal (HiSFM) without or with multi-enzyme mixtures on growth performance, nutrient utilization, jejunal digesta viscosity, and excreta moisture in broiler chickens. In experiment 1, 400 chicks were divided into 40 replicates of 10 birds and fed for 35 d a corn-soybean meal (CSBM) control diet or CSBM with 25 (HiSFM25), 50 (HiSFM50), 75 (HiSFM75), or 100% (HiSFM100) of total SBM replaced by HiSFM. During d 0 to 35, increasing HiSFM content in diets linearly reduced (P < 0.0001) BW, FI, and BW gain (BWG). Feeding HiSFM25 or HiSFM50 resulted in similar growth performance as CSBM (P > 0.05). In experiment 2, 120 chicks were divided into 24 replicates of 5 birds and fed CSBM or HiSFM75 diet without or with enzyme A (supplying 4,000, 500, and 8,000 U/kg of xylanase, alpha-amylase, and protease, respectively) or enzyme B (supplying 1,700, 1,100, 240, 30, 1,200, 360, 1,500, and 120 U/kg of cellulase, pectinase, mannanase, galactanase, xylanase, glucanase, amylase, and protease, respectively) for 21 days. Excreta moisture content was determined weekly, and birds were euthanized on d 22 to collect jejunal and ileal digesta for viscosity and apparent ileal digestibility (AID) measurements, respectively. Compared with CSBM, feeding HiSFM75 reduced (P < 0.05) BWG and G: F, enzymes A and D alleviated BWG and G: F reduction (P < 0.05), and enzyme A reduced (P = 0.037) the excreta moisture content, whereas the treatments did not influence AID or jejunal digesta viscosity measurements. In conclusion, experiment 1 results show that HiSFM can replace up to 50% of SBM without depressing growth performance in either the starter or finisher phase, whereas experiment 2 shows that enzymes A and B supplementation can alleviate the growth depression associated with feeding HiSFM75. These results suggest that enzyme supplementation can enhance HiSFM inclusion in broiler diets without affecting productivity or barn hygiene management.
INTRODUCTION
There is need for affordable soybean meal (SBM) alternatives of nutritionally sufficient value for poultry, especially in regions where SBM availability is limited or unaffordable for poultry nutrition. Sunflower is drought tolerant and therefore thrives better than soybean in drier countries (Khakwani et al., 2014) . Sunflower meal (SFM) has amino acid (AA) availabilities that are similar to SBM and higher than rapeseed and cottonseed meals. Moreover, apart from its high fiber content, SFM generally has fewer antinutritive factors compared with other oilseed meals. Compared with SBM, the limitations of using SFM are its low lysine and methionine contents and its high fiber category is the dehulled SFM whose protein content ranges from 34 to 40% (Ravindran and Blair, 1992; Villamide and San Juan, 1998) . To produce this SFM class, the seeds are partially dehulled and removed before crushing, and then defatted. Consequently, compared to undehulled SFM, the CP content of partially dehulled SFM is higher, whereas its CF content is lower (15 to 19%; Rad and Keshavarz, 1976; Villamide and San Juan, 1998; NRC, 2012) . Recent technological advancements have improved the dehulling process to allow further processing of the dehulled SFM to produce a high-protein SFM (HiSFM) whose protein content may reach an average of 46% (Lević et al., 2009) . Consequently, compared to undehulled and partially dehulled SFM, HiSFM has a lower CF content (8 to 14%; Lević et al., 2005) . Hereafter, for the ease of discussing the results of the present study, the first 2 SFM categories will be collectively termed as conventional SFM.
Based on the premise that HiSFM may contribute a significant portion of poultry diets due to its high CP and low CF content, it would be useful to investigate the nutritional value of HiSFM for broiler chickens. There is a paucity of studies that have investigated HiSFM inclusion levels, effects on growth performance and nutrient digestibility, and the possibility of using exogenous enzymes, probiotics, prebiotics, and other additives to improve the nutritional value of HiSFM-containing diets. Consequently, in experiment 1 of the present study, it was hypothesized that increasing the replacement level of SBM with HiSFM will result in an inverse relationship between HiSFM content and growth performance due to increase of dietary NSP content. In experiment 2 of the present study, it was hypothesized that supplementation of multi-enzyme mixtures may reduce the growth depression caused by high dietary inclusion levels of HiSFM by reducing digesta viscosity and improving nutrients availability, with an added advantage of reducing the litter moisture content. Therefore, in experiment 1, the SBM content of a corn-SBM diet was replaced at graded levels with HiSFM with the aim of determining the effect of increasing HiSFM dietary content on growth performance of broiler chickens. In experiment 2, the diet with the lowest HiSFM-content that could depress growth performance (determined from results of the first study) was supplemented with one of 2 exogenous multi-enzyme mixtures with the aim of determining the effect of each supplemented enzyme blend on growth performance, nutrient utilization, jejunal digesta viscosity, and excreta moisture content of broiler chickens.
MATERIALS AND METHODS
All experimental procedures were reviewed and approved by the University of Manitoba Animal Care Protocol Management and Review Committee, and birds were handled in accordance with the Canadian Council on Animal Care (2009) guidelines.
Experimental Design, Birds, Housing, and Diets for Experiment 1
A total of 400 one-day-old male broiler chicks (Ross 308, Carlton Hatchery, Grunthal, Manitoba, Canada) was divided into 40 replicates of 10 birds balanced for BW and were randomly assigned to 5 dietary treatments (8 replicates per diet) from 0 to 35 d of age. The chicks were housed in a light-and temperaturecontrolled facility in floor pens (length 2.13 × width 1.52 m) with straw bedding and received water and feed on ad libitum basis throughout the experimental period. Diets consisted of a corn-SBM-based basal diet formulated to meet NRC (1994) nutrient requirements or a corn-SBM-SFM diet with 25, 50, 75, or 100% protein coming from HiSFM (Table 1) . In both experiments 1 and 2, the diets were formulated to be isoenergetic and isonutritious to enhance comparison of results. The diets were formulated to be lower in AME (95%) than NRC (1994) specification to enhance sensitivity of the diets to enzyme effects in experiment 2, whereas other nutrients met or exceeded NRC (1994) nutrient specifications. The BW and feed intake per cage were determined on d 0, 21, and 35 after withdrawing feed for 3 h to empty the digestive tract (Waititu et al., 2014a) .
Experimental Design, Birds, Housing, and Diets for Experiment 2
A total of 120 one-day-old male broiler chicks (Ross 308, Carlton Hatchery, Grunthal, Manitoba, Canada) was divided into 24 uniform replicates each with 5 birds balanced for BW and were randomly assigned to 4 dietary treatments (6 replicates per diet). Chicks were housed in electrically heated cages (length 1.0 × width 0.35 × height 0.5 m) in a battery brooder and were offered water and experimental diets ad libitum from d 0 to 21. The diets consisted of a corn-SBMbased control and a corn-SBM-SFM diet with 75% of protein coming from HiSFM and fed either without or with multi-enzyme mixtures (A and B). Enzyme A supplied 4,000 U/kg of xylanase, 500 U/kg of alpha-amylase, and 8,000 U/kg of protease per kg diet, whereas enzyme B supplied 1,700 U of cellulase, 1,100 U of pectinase, 240 U of mannanase, 30 U of galactanase, 1,200 U of xylanase, 360 U of glucanase, 1,500 U of amylase, and 120 U of protease per kg diet. Birds and feed were weighed weekly after withdrawing feed for 3 hours.
Sampling and Measurements
Excreta were collected from each pen during the last 2 d of each wk and immediately frozen at −20
• C until 
required for analysis. On d 21, all birds within a pen were euthanized by CO 2 asphyxiation to collect ileal and jejunal digesta. Ileal digesta were frozen at −20 • C until required for analysis, whereas jejunal digesta were immediately used to determine digesta viscosity. Jejunal and ileal digesta samples from birds within a pen were pooled for viscosity and apparent ileal digestibility (AID) measurements, respectively. Jejunal digesta viscosity was determined using a Brookfield digital viscometer (model LVDVII+ CP, Brookfield Engineering Laboratories, Stoughton, MA) as previously described by Waititu et al. (2014b) . Excreta samples from each pen were pooled per wk, and weighed before and after being dried in an oven at 60
• C for 36 h to determine excreta moisture content.
Sample Preparation and Chemical Analyses
Diet and HiSFM samples were finely ground to pass through a 1-mm screen in a Thomas-Wiley mill (Thomas Scientific, Swedesboro, NJ), and each was thoroughly mixed before analysis. Ileal digesta samples were freeze-dried and finely ground (CBG5 Smart Grind; Applica Consumer Products Inc., Shelton, CT). Diet and ileal digesta samples were analyzed for DM, GE, N, and titanium contents, whereas diets and HiSFM were further analyzed for total NSP content.
Dry matter was determined according to AOAC (1998; procedure 4.1.06). Gross energy was determined using the Parr adiabatic oxygen bomb calorimeter (Parr Instrument Co., Moline, IL). Nitrogen was determined using a N analyzer (model NS-2000, Leco Corporation, St. Joseph, MI). Samples for titanium analysis were ashed and digested as described by Lomer et al. (2000) and read on a Varian inductively coupled plasma mass spectrometer (Varian Inc., Palo Alto, CA).
Calculations and Statistical Analysis
The AID was calculated using the following equation:
% apparent nutrient digestibility
Where: T d = the titanium dioxide (TiO 2 ) concentration in the diet; T f = the TiO 2 concentration in the excreta or ileal digesta; and N f = the nutrient concentration in the excreta or ileal digesta. The excreta moisture content was calculated using the following equation:
weight of excreta sample af ter drying weight of excreta sample bef ore drying × 100
Data of both experiments were subjected to ANOVA using GLM procedure of SAS (SAS software release 9.3, SAS Inst., Inc., Cary, NC). In experiment 1, orthogonal contrasts were used to determine the linear and quadratic effect of increasing HiSFM level in the diet. Data on growth performance, AID, excreta moisture content, and jejunal digesta viscosity were analyzed on a pen basis. Tukey's test was used for pairwise comparison of the means to detect differences among treatments (P < 0·05) in both trials. Variability in the data was expressed as the pooled SEM. Significance was defined as P < 0.05, and 0.05 < P < 0.10 was considered a trend.
RESULTS

Experiment 1
During the starter phase (d 0 to 21), increasing SFM level in the diet linearly decreased BW (P < 0.0001), FI (P = 0.0004), and BWG (P < 0.0001; Table 2 ). Compared with the CSBM diet, G: F was not affected by the treatments. HiSFM25 did not affect BW, FI, or BWG; HiSFM50 birds had lower BW (P < 0.0001); and HiSFM75 birds had lower BW (P < 0.0001) and BWG (P < 0.0001), whereas HiSFM100 birds had lower BW (P < 0.0001), FI (P = 0.008), and BWG (P < 0.0001).
During the finisher phase (d 21 to 35), increasing SFM level in diet linearly decreased FI (P = 0.0002) and BWG (P < 0.0002). Compared with the CSBM diet, G: F was not affected by the treatments. In addition, HiSFM25, HiSFM50, and HiSFM75 did not affect FI or BWG, whereas HiSFM100 birds had lower FI (P = 0.002). Compared to HiSFM25, HiSFM75 and HiSFM100 birds had lower FI (P = 0.002) and BWG (P = 0.001).
Overall (d 0 to 35), increasing SFM level in the diet linearly decreased BW (P < 0.0001), FI (P < 0.0001), and BWG (P < 0.0001), and quadratically decreased BWG (P = 0.033). Compared with the CSBM diet, G: F was not affected by the treatments. In addition, HiSFM25 and HiSFM50 had no effect on growth performance, whereas HiSFM75 and HiSFM100 birds had lower BW (P < 0.0001), FI (P < 0.0001), and BWG (P < 0.0001).
Experiment 2
The total NSP contents of CSBM (8.67%) and HiSFM75 (9.14%) were relatively similar (Table 3) . Overall (d 0 to 21), compared with CSBM, HiSFM75 birds had lower BW, BWG, and G: F (P < 0.05; Table 4 ). In addition, supplementing enzymes A and B alleviated reduction in BW, BWG, and G: F (P < 0.05).
Compared to CSBM, replacing 75% of SBM with HiSFM did not affect the AID of DM, N, or GE, or viscosity of jejunal digesta (Table 5) . However, on d 21, HiSFM75A birds had lower excreta moisture content (P = 0.037) than CSBM.
DISCUSSION
In the current study, increasing the level of HiSFM in the diet was inversely related to FI and BWG in both starter and finisher phases. Similar studies using HiSFM are lacking, but studies using conventional SFM also show that high SFM inclusion levels depress growth performance of chickens. For instance, Furlan et al. (2001) reported that increasing the replacement level of SBM with conventional SFM (34.1% CP, 21.7% CF) at graded levels of 10, 20, 30, 40, and 50% had an inverse quadratic response on BWG, FI, and feed efficiency. Likewise, the study of de Araújo et al. (2014) reported that increasing conventional SFM (25% CP, 22.4% CF) content (at graded levels of 0, 8, 16, and 24%) in the diet depressed FI, BWG, and feed efficiency in broiler chickens. The inverse relationship between SFM content and growth performance is due to the bulkiness and the nutrient and energy diluting effect of increasing the concentration of dietary fiber (Jørgensen et al., 1996; Senkoylu and Dale, 1999) .
Replacing 25 to 50% of SBM with HiSFM in the starter and finisher phases, and overall (d 0 to 35), had no detrimental effects on FI, BWG, or G: F in the present study. This implies that 25 to 50% replacement of SBM with HiSFM, which represents HiSFM dietary inclusion levels of between 8.6 to 17.2%, is a feasible strategy to reduce feed cost without affecting growth performance. This supports observations of Delić et al.
(unpublished data; as cited in Lević et al., 2009 ) reporting that replacing 25% of SBM with HiSFM (44% CP, Means within a column lacking a common superscript differ (P < 0.05). 1 CSBM: corn-soybean meal diet; HiSFM75: corn-soybean meal diet with 75% of SBM replaced with high-protein sunflower meal; HiSFM75A; HiSFM75 supplemented with enzyme A that supplied 4,000 U/kg of xylanase, 500 U/kg of alpha-amylase and 8,000 U/kg of protease per kg diet; HiSFM75B: HiSFM75 supplemented with enzyme B that supplied 1,700 U of cellulase, 1,100 U of pectinase, 240 U of mannanase, 30 U of galactanase, 1,200 U of xylanase, 360 U of glucanase, 1,500 U of alpha-amylase, and 120 U of protease per kg diet. 10% CF) resulted in 7.2 and 7.0% higher BWG and G: F, respectively, than the SBM-based control. In addition, the unpublished observations of Sreadnović et al.
(unpublished data; as cited in Lević et al., 2009) show that a broiler diet with 25% HiSFM (44% CP, 9.7% CF) resulted in 6.3 and 6.5% higher BWG and feed efficiency, respectively, than the control diet having 25% SBM. Feeding HiSFM75 reduced final BW, FI, and ADG of the birds by 7.8, 5.8, and 7.0%, respectively. Studies on graded replacement of SBM with HiSFM are lacking, hence it is difficult to compare these results. Slavica et al. (2006) used diets containing 25% of either SBM or HiSFM (44% CP) and reported that chicks fed HiSFM had 6.3 and 6.4% higher final BW and daily weight gain than chicks fed SBM, respectively, and a non-significant 6.5% higher G: F and 0.6% lower daily FI. Although the HiSFM-containing diet in the study of Slavica et al. (2006) may be comparable with HiSFM75, which had 25.8% HiSFM, the 2 studies cannot be fully compared because the SBM inclusion levels in the control diets differ (25 vs. 36%); the HiSFM75 diet also contained 9.0% SBM; and Slavica et al. (2006) did not report the ingredient composition of their diets. However, despite the cited differences, the 2 studies agree on the fact that 25% inclusion of HiSFM did not affect G: F. Slavica et al. (2006) also compared HiSFM (44% CP) with a decellulosed SFM (33% CP) and reported that the latter had 19.9, 20.6, and 6.5% lower final BW, daily weight gain, and G: F, respectively, than the former. Consequently, Slavica et al. (2006) concluded that improved processing of SFM to obtain HiSFM improved the nutritional value of SFM for broiler chickens. Šerman et al. (1997) also reported a strategy for improving the nutritional value of HiSFM for laying hens by correcting the energy and oil deficiencies of a corn-HiSFM-based diet. They fed laying hens with either a corn-SBM-fish meal diet or a corn-based diet with 24% HiSFM (CP 44%) inclusion level. The corn-HiSFM diet was fed either without or with energy enrichment by addition of oil or amino acid enrichment by addition of Lys or both (oil and Lys). After 150 d, compared to the birds fed the corn-SBM-fish meal diet, birds fed HiSFM without oil or Lys had 17.7% lower weight gain, birds fed HiSFM + oil had 2.9% higher weight gain, and birds fed HiSFM + Lys had 3.7% higher weight gain, whereas birds fed HiSFM + oil + Lys had 14.8% higher weight gain. The results ofŠerman et al. (1997) are inconsistent with our observation that inclusion of 25% HiSFM, while meeting the Lys and energy requirements of the birds, did not alleviate growth depression. The inconsistencies of the observations of the 2 studies are multifaceted, including differences in the types of birds, experimental period, and diet composition. However, the observations ofŠerman et al. (1997) give evidence of the possibility of improving the nutritional value of HiSFM at 25% inclusion level in birds.
The objective of experiment 2 was to determine whether enzyme supplementation can improve growth performance of birds fed HiSFM75 diet. The results of experiment 2 support the observations of experiment 1, showing that replacement of 75% of SBM with HiSFM negatively affected BWG. However, FI was not affected by HiSFM75 in experiment 2, possibly due to the housing differences. It is worth noting that compared to birds raised in experiment 2, the birds in experiment 1 were raised in an enriched environment having more cage space allowance, which has been shown to increase energy requirements and consequently FI of birds (Jalal et al., 2006) . In addition, the results show that compared with HiSFM75, supplementing enzymes A and B improved the BWG and G: F of the birds to levels similar to that of the CSBM group. The beneficial effects of enzymes in HiSFM diets also was observed by Levic et al. (2009) who replaced 66.7 and 74.1% SBM in corn-SBM diets with HiSFM (44% CP) in starter (d 0 to 21) and finisher phases (21 to 42), respectively. They reported that, compared with the chicks fed the corn-SBM diet, chicks fed the HiSFM diet had 6.6% reduction in BWG and 8.2% increase in FCR in the starter phase, and 6.5% reduction in BWG and 6.8% increase in FCR in the entire feeding period (d 0 to 42). Furthermore, compared to the chicks fed the corn-SBM diet, supplementation of an enzyme blend consisting of protease, hemicellulase, pectinase, and β-glucanase to the HiSFM diet significantly improved the BWG by 6.9% and reduced the FCR by 3.4% in the starter phase, whereas it improved BWG by 6.8% and reduced FCR by 5.6% in the entire feeding period (d 0 to 42). In addition, Mushtaq et al. (2009 ), Horvatovic et al. (2015 , and Khan et al. (2006) also reported that enzyme supplementation improved BWG and feed efficiency of birds fed conventional SFM-based diets.
Rama Rao et al. (2006) reported that increasing the inclusion level of SFM in broiler diets depressed digestibility of nutrients and energy, an effect that can be attributed to the high NSP content in SFM (Malathi and Devegowda, 2001) , which has antinutritional effects in poultry (Ravindran et al., 1999) due to their lack of endogenous NSP-degrading enzymes (Bedford, 2000) . However, in this study, replacing 75% of SBM with HiSFM had no effect on AID of DM, N, or GE compared with CSBM. This may be attributed to the lower NSP content of HiSFM compared to conventional SFM, hence suggesting that improved processing of SFM to obtain HiSFM lessened the antinutritional effects of NSP on nutrient digestibility that is associated with conventional SFM-based diets. This also explains why birds fed a HiSFM75-based diet had similar digestibility values as CSBM and why supplementation of enzyme A or B did not influence the AID of DM, N, or GE of the HiSFM75 diet, which is inconsistent with studies reporting that enzyme supplementation improved digestibility of nutrients in broilers fed conventional SFM-containing diets (Kocher et al., 2000; Attia et al., 2003; Khan et al., 2006; Tavernari et al., 2008) . Owing to the lack of effect of enzymes A and B on the AID of DM, N, and GE, we speculate that the observed increase in BWG and G: F of the birds fed HiSFM supplemented with enzymes A and B to levels similar to that of the CSBM group may have occurred through enhancement of other metabolic and physiological processes. For instance, it has been suggested that carbohydrases not only increase nutrient digestibility in the small intestine but also depolymerize complex NSP, thereby releasing fermentable galacto-, gluco-, manno-, or xylo-oligomers, which are similar to prebiotics and which may facilitate the proliferation of health-promoting bacteria such as Bifidobacterium and Lactobacillus (Monsan and Paul, 1995) . In this context, enzyme hydrolysis products induce a prebiotic effect in the hindgut when utilized by host gut microbiota as an energy source through formation of volatile fatty acids (Kiarie et al., 2007; Kiarie et al., 2008; Masey-O'Neill et al., 2014) . Volatile fatty acids reduce the pH of the hindgut, which has been shown to positively modulate gut microflora (van der Wielen et al., 2000; Józefiak et al., 2004) . In addition, the volatile fatty acids could be absorbed and utilized by the bird and thereby contribute to a small increase in AME n content (Józefiak et al., 2004) . Furthermore, certain enzyme hydrolysis products offer binding sites for some microbes, thereby reducing colonization of the intestinal wall (by means of competitive exclusion) and disease, and enhancing the secretory, digestive, and nutrient absorptive capacity of the intestinal mucosa (Iji and Tivey, 1998) . Moreover, the study of Jia et al. (2009) provides evidence that enzyme supplementation can minimize growth suppression associated with a Clostridium perfringens challenge in birds.
Inclusion of SFM in broiler diets has been associated with increased digesta viscosity (Horvatovic et al., 2015) due to the high NSP content in SFM (Sredanović et al., 2012) . Increased digesta viscosity reduces the rate of digestion and absorption of nutrients, elevates microbial activity in the intestine, reduces FI, and increases moisture in the litter (Bedford, 2000) . A high excreta moisture content results in wet litter, which is associated with increased release of ammonia to the air (Koerkamp, 1994) , diseases, and digestive problems that may negatively impact animal production and welfare (Kristensen and Wathes, 2000) . Malathi and Devegowda (2001) reported that supplementation of enzymes reduced digesta viscosity in birds fed diets containing conventional SFM. However, in this study, compared with CSBM, viscosity of jejunal digesta was not affected by replacing SBM with HiSFM, which is highly attributable to the low NSP content of HiSFM75, which was relatively similar to that of CSBM. Furthermore, this also explains why feeding HiSFM75 did not affect excreta moisture content when compared with CSBM. Compared to CSBM, HiSFMA had lower excreta moisture on d 21, which may be attributed to the higher xylanase activity of enzyme A compared with enzyme B, which enhanced the hydrolysis of soluble arabinoxylans, hence reducing the water-holding capacity of digesta (Adeola and Cowieson, 2011) . This is evidenced by the 2.6% reduction of digesta viscosity in birds fed HiSFM75 supplemented with enzyme A compared to CSBM, which was also the lowest value among the treatments. These results suggest that the use of HiSFM in broiler diets does not result in wetness of litter that is associated with feeding conventional SFM.
In summary, the results of experiment 1 show that, compared to CSBM, HiSFM can replace up to 50% of SBM in broiler diets without depressing performance in either the starter or finisher phase. The results of experiment 2 show that compared with CSBM, the growth depression caused by HiSFM75 in the starter phase can be alleviated by supplementation of enzyme A or B. Furthermore, HiSFM75 without or with enzyme A or D supplementation did not affect digestibility of DM, CP, or GE, or digesta viscosity. Experiment 2 results suggest that an enzyme blend with higher activities of xylanase and protease or a broad spectrum of carbohydrases may improve growth performance of birds fed diets with higher inclusion levels of HiSFM. The lack of enzyme effect on digestibility responses is attributable to the low NSP content of HiSFM75 due to the improved dehulling of conventional SFM to HiSFM, and suggests that possibly the growth promoting effects of the enzymes were associated with other metabolic and physiological effects of enzymes, including their prebiotic effects in the hindgut. The low NSP content of HiSFM also explains why the HiSFM75 diet did not increase the excreta moisture content or jejunal digesta viscosity. Further studies on the role of the enzyme blends used in this study on the metabolic and physiological responses are needed to fully explain their growth-promoting effects in birds fed the HiSFM75 diet.
In conclusion, these results suggest that enzyme supplementation can improve the nutritional value of HiSFM, making it possible to replace up to 75% of SBM with HiSFM in broiler diets without affecting productivity or barn hygiene management. This also bears an economic effect on feed cost wherever HiSFM is more affordable than SBM.
